Map to Mouse Genomes

1. Enter an accession, gi, or a sequence in FASTA format and set up the parameter as you need, then click the button of "Begin Search".
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2. Click "Format !" button under request ID input  box to continue.
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Blast the Mouse Genome

BLAST your sequence against mouse specific sequences.

Database: [MGSCV3 =] Program [blastn 7|

 use MegaBLAST

Enter an accession, gi, or  sequence in FASTA format:

0224.0123-45 24020025-13 S
|6CTGEECTCCCCaCa6TERCEECCECTCTAGAACTAGTGRATCCCCCRECTGCAGGRAT
ITCGGCACEAGECTTAGT TGTCOGGAACEETARCCGAGACCCRGTGTCTGCTICTATCICT
leaccercacerTeraaceesrTecn

ACTGCCTGGAACATGGCATCCA

=l
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Expect Filter Descriptions Alignments

001 x| |default x| [100 =] 100 =]
Advanced options

BeginSearch | ClearInput

N L





3. Click "Genome View" button to show position of the BLAST hits in the Mouse genome using the Entrez Genomes Map View.
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Protein Translations

Your request has been successfilly submitted and put nto the Blast Queue.

Query = 0224.0123-45 2402002B-13 (626 letters)

‘The request ID is [1032983387-026381-27929

o D

‘The results are estimated to be ready in | minutes 0 seconds but may be done sooner.

Please press "FORMAT!" when you wish to check your resuts. You may change the formatting options for your result via the form
below and press "FORMAT!" again. You may also request results of a different search by entering any other valid request ID to see
other recent jobs.
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4. Click the blue number above the red number to see more details.
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5. The specific hit of Map View.

[image: image3.png]=lolx|

Fe Edt Vew Favortes Took teb | &

O - © - [x] (8] B Pt Jyramis Qe @2 LB -[J B
Address [] htp: .. i, i gov)cgi-binEntrezmaps. cgorg =mouseschy = GMAPS =cntgr[ 133414491 66:137351350,34 Scuery =id(1 10646)SRID=1032963367 02638127 7] (£ Go | ks >
s - 3 S

%" =% M) SGenome

Search Find View Find

Mus musculus Map View  BLAST the Mouse Genome

‘Chromosome:

Color Key for Afignment Scores:

Master Map: MGSCv3
Total Contigs On Chromosome: 23
Region Displayed: 133M-137M bp Dowinload View Sequence Evidence
133414491 Contigs Labelec: 2 Total Contigs in Region: 2
137351350 Jl Go| HBSCY3  accession  orient
= B
i in i
i <NW 000154.1 4
e Blast hit Identity=83% query: 290.360

RN

] (1 item remaining) Dowrioacing picture http:/ww.nchirim.rin. gov/cgi-bin/Entrez/maps. cai?org=mousechr = 18MAPS =cntgnn [ 13341449 (i)





